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In "Exercise of Biological Data Programming I ," students will gain proficiency in using
/Course Objectives and

a suite of pioneering information analysis tools that are currently under development
Overview

or in trial phases. Through practical, hands-on exercises using real-world data,
students will master techniques for data extraction and interpretation of biologically
significant datasets. Furthermore, the course covers the optimization of analysis
conditions, such as parameters and specific constraints, tailored to various research

objectives.
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Schedule: Nov 26; Dec 10, 17, 24; Jan 7, 14, 28 (Backup date: Jan 21)
Thursdays, 4th and 5th Periods

*Classes are scheduled to be held online.

[Reference] Course Content from the Previous Year:

Introduction to the computing environment and preparation for omics analysis
Omics analysis (Transcriptomics and Epigenomics)

Long-read sequencing analysis

GWAS (Genome-Wide Association Study)

Single-cell analysis (basics)

Single-cell analysis (Advanced)

Final Examination / Test

For further details, please refer to the website below:

https://lisdac.k.u-tokyo.ac.jp/academic/dstep
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This course adopts a practical exercise format, where students will conduct large-
scale sequencing data analysis. Course materials and proficiency assessment tests

will also be made available via e-learning after each lecture.
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Grading will be based on attendance, proficiency assessment tests conducted via e-

learning, and the results of the final examination held on the last day of the course.
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/'Notes on Language of Instruction: Japanese
Enrollment, Preparation Prerequisites and Placement Test: This course assumes a level of data analysis
(Pre-class, Review) proficiency equivalent to having completed "Exercise of Biological Data Programming

I." Depending on the number of applicants, a simple proficiency test may be
conducted during the first lecture. This test assesses basic IT literacy, and students
are expected to pass it to enroll. The test will cover basic Linux commands and
fundamental programming tasks (e.g., opening/closing files, string searching, and

data extraction; any programming language is acceptable).

Requirements:

Students must prepare their own Mac or Windows laptop.




Attendance at the first lecture is mandatory, as we will distribute accounts for the

computing environment and set up the analysis tools.
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